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[84] Mats Sjöberg, Bogdan Ionescu, Yu-Gang Jiang, Vu Lam Quang,
Markus Schedl, and Claire-Hélène Demarty. The MediaEval 2014
A↵ect Task: Violent Scenes Detection. In MediaEval 2014

11



Workshop, Barcelona, Spain, October 16-17 2014. CEUR Work-
shop Proceedings. Available online at http://ceur-ws.org/Vol-
1263/mediaeval2014 submission 3.pdf.
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